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History of the analysis

1980° s
Analysis of the DNA dige f#. i~
enzymes.

1990 s
Analysis of sequence In a of the

mitochondrial genome that undergoes frequent
mutation.

21th century

Analysis of the complete DNA sequence of
mitochondrial genomes.



Human migration and
formation of mitochondrial DNA haplogroups

20,000 BP.- {
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MtDNA haplogroup frequencies of mainland Japanese

Tanaka et al. 2004
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Frequency distribution of haplogroup D4 in each population




Jomon vs. Yayol

40,000 BP. 15,000 BP. B.C. 1,000 A.D. 300

Paleolithic Historic
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elatedness between 7003 Japanese Individu

Han Chinese.
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For the Japanese individuals, there were two main clusters: the Hondo cluster (red plus
signs) and the Okinawa cluster (green crosses).



Dual structure model

(K. Hanihara 1991)

(Okhotsk 5-10 century)

Palaeolithic to Jomon Yayol Historical
40,000-12,000 BP. 3,000-1,700 BP. 1,700 BP. -



Comparison of haplogroup frequencies between the
Jomon, Yayol, and modern Japanese populations.

Yayoi D4
n= /8
Japanese D4
n= 1312
n= 119
0 25 bC 75 100

D4 1s most common In the Japanese and Yayol populations.



BSP of female effective population size (Nef) through time for
apanese mtDNA lineages.
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Population estimates by Koyama
(1984)
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Comparison of haplogroup frequencies between
Okinawa, Ainu, and modern Japanese populations.
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Japan & Far East
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Dlstrlbutlons of haplogroups G and Y of each populatlon
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Population History of Hokkaido

T —— ———
7th century 13th century
Jomon to Epi-Jomon Satumon Ainu
Okhotsk culture
5th centurl, Oth century
D4 9% other 2%
M7a 5%
F 2%
B 2%

Z 1%
M7b 1%
M9 1%
M8a 1%

Cha 4%

Recent Ainu Modern Ainu
(Edo era)

Jomon Okhotsk culture
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